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Abstract: The analyzed species have 2n=12. Chelidonium majus species has bigger chromosomes than
Glaucium flavum species. Chelidonium majus has a pair of chromosomes with satellites. Both species have a
symmetrical, less evolved karyotype.

INTRODUCTION

Having as purpose to determine the number of the chromosomes of some species , their typology,
the arrangement in the karyotype and the idiograme’s structure, the cytogenetics studies are very important to
explain some aspects about the filiation in a family.

Therefore, we intend to emphasize the possible tendencies of the karyotype’s evolution, within the
two species mentioned above, considering the fact that these ones below to the same family and there are many
disputed data in the theoretical studies concerning the links between the two species: Glaucium flavum and
Chelidonium majus..

MATERIAL AND METHODS

The seeds were obtained from Botanical Garden of Iasi University, 2002 yeld. The germination was
assured in Petri dishes, on filter paper moistened with distilled water, in room conditions (22-24°C).

When the roots had 0.5-1 cm length, the seeds were transferred in 0.2% colchicines solution, for two
hours. After that the seeds were transferred again, for other two hours, on filter paper in Petri dishes. The
fixation was effectuated 24 hours in alcohol/acetic acid (3/1) solution. The hydrolysis was assured in 50% HCI
solution, for 8-10 minutes. Staining was effectuated by Carr solution.

The microscopic slides were prepared by squash method and were examined at loox immersion
objective and photographed by Nikon kamera at Nikon Eclipse 600 microscope.

RESULTS AND DISCUSSIONS

Both species, Glaucium flavum and Chelidonium majus, within the
Papaveraceae family, have as basic number of chromoosomes x=6, the diploid number
being 2n=12. According with the data from literature, we found the same number
(2n=12) in all investigated populations.

The chromosomes of Glaucium flavum species, were grouped into two types —
M and sm (see the table), showing that this species have a symetrical, unevolved and
stable karyotype.

The chromosomes length, in analysed metaphases is comprised between 1.30
and 1.78 mm and the length of the haploid set (HSL) is of 9,05 um, similar to those
mentioned in literature.

The arms raport varies between 1.16 and 1.74. The centromerique index, a
parameter used to find out the homologous chromosomes , had the values between 37.25
(the fifth pair) and 52.43 (the fourth pair), its variability being relatively low.



As for the difference between the arms, its values were between 0.14 and 0.38
um. The chromosomes relative length was low, its values being between14.80 and 18.67.

As for the Chelidonium majus L. species, the 12 chromosomes were also
grouped into two categories but the situation was similar to that found at the species of
Glaucium flavum Cr., namelz the 5 pairs were sm and a pair was M.

Therefore, also at this species, the karzotzpe was simetrical, less evolved,
relative stable, despite the fact that one could notice satellites at the first pair of
chromosomes.

The chromosomes total length has Sthe values between 1.96 um and 2.87 um,
while the relative length varies between 13.80 and 20.21. The length of the haploid set
(HSL) is 14.20 , higher than at the species of Glaucium flavum.

The arms ratio varies between 1.21 and 2.93, and the arms difference has the
values between 0.19 and 1.40 um. The centromerique index is between 25.52 (the first
pair) and 47.40 (the sixth pair).

CONCLUSIONS
Both analzsed species have 2n=12, similar data to those of the literature.
The chromosomes of the Chelidonium majus species are bigger than those of the
Glaucium flavum species.
Chelidonium majus has a pair of chromosomes with satellites.
Both species have a symmetrical, less evolved karyotype.
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Tabelul nr.l - Caracteristicile metrice ale cromosomilor in metafaza mitozei la specia Glawcium fTavim
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Tabelul nr.2 - Caracteristicile metrice ale eromosomilor in metafaza mitozei la specia Chelidomivm majus
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